SARS-CoV-2 variants

NB.1.8.1 “Nimbus”’ & XFG "Stratus”

Although XFG displays strong immune evasion, its relatively low ACE2 engagement efficiency suggests that it might need
compensatory mutations to enhance receptor compatibility for sustained transmission. lmportantly, NB.1.2.1 shows a balanced
profile of ACE2 binding and immune evasion, supporting its potential for future prevalence.
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» Antigenic and virological characteristics of SARS-CoV-2 variants BA.3.2, XFG, and NB.1.8.1
SARS-CoV-2 ZE{K BA.3.2. XFG 8K NB.1.8.1 DHURMS KU D1 ILAZRFIE

E£E5(3. ARS-CoV-2 ZEATHD BA.3.2. XFG. NB.1.8.1 DHIFEHS KUDIAILAZER/MFEZ IR L T
ESE

BA.3.2 (3581725 Z 0kt 2 R g —73C. ACE2 fEEHES KURBRE(HME< . BT DAIREMERNT &M RENT
WETF. BUL XFG B, BWRZEEREZR T EDD, ACE2 EEMEMENT LS. 51 ACE 2 RERADES
HNFRFRDXIDIBREENEUCRVRD (FEET oI RV ERELTVET . LML NB.1.8.1 (F. ACE2 #&
BEREBEEBD/I\S > XD ENZTOT7AILZRU TSI, 53R, LKELXIDEEEZELTNDEESE
5(3EEZIBESLTVET.

Guo, Caiwan, et al. "Antigenic and virological characteristics of SARS-CoV-2 variants BA. 3.2, XFG, and NB.
1.8. 1." The Lancet Infectious Diseases (2025).

» SEIR-VQ model for the NB.1.8.1 COVID-19 variant: Mathematical analysis and numerical simulations
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