=i JAPAN

“Ni pah virus

P> Nipah virusis a hlghly pathogenic zoonotic paramyxovirus that can
result in severe pulmonary disease and fatal encephalitis in humans
and is responsible for outbreaks in Bangladesh, Malaysia, Singapore,
India and possibly the Philippines. It is highly contagious and has a
high case fatality rate (CFR) of 40-80%.

' IND Th et - P A novel one-step qRT-PCR assay is targeting the intergenic region
Sacss w * separating the viral F and G proteins, thereby eliminating
amplification of the viral mRNA.

FHI.IPF'INES

ZINIAIIVRBRIE (G, BRSNS ENFTBINRDIF U AERARER 7ZL< INETE(CHTST -
HEV TP TOFATHHER SN TV DIERBRAE T I, —ARHIC, NIV-M(XL—>TZEREK) & NiV-BU TS5
SAERR)CKBIENFE I, 2018 F1> Rk NIV-I Z&5(CXFIFT DT — ZEEZ)J(D‘C@'O SED S5 AT,
BEICHSVTE 1 IBPRIECIEESNE UL, Fo, —BORIXPRRT(E IR/ Ty OME#E] [/ A
FODBR] LOBFEHD. TOXEEDSSINERIFT.

HARICHUTIE 2003 F 11 BIC 4 FARREE(CHDFESNTUVEY . EEERGHESIEATTHEE R — AR—D ORI
fEBIR(L 2005 FEDOED T, BEIBIREFIEEDP THDEDELEEHE NS DET (2025 F 7 A 14 BF=), F/e.
RITORBEMMEE Y =1 77)LE 2016 £ 2 BRCY .

TINIAIVRRBRIE (G, BRFERNCAREGECH U CERRBRZEILSIBRIENKNCHDET ., FIRTEH
KEBIFDRHEFFFERNTVERAN, SBRZEINE, MBI DB IIVENEULNEE A

SEICHBNTDDE. BOEFELKHDIEHD [T/INDAILRABE] & EREFERQRDMEHEZEST—TY hEU
172$ UL gRT-PCR 77w A ZIRR U T\ DmXD 2w C I,

» Nipah virus: pathogenesis genome, diagnosis, and treatment
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» Development of a novel real-time polymerase chain reaction assay for the quantitative detection of
Nipah virus replicative viral RNA
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Oligonucleotide Sequence (5 to 3’)
NiV-N | Nipah-N | 198F TCAGCAGGAAGGCAAGAGAGTAA

Nipah-N 1 297R CCCCTTCATCGATATCTTGATCA
Nipah-1247 comp-FAM | 6FAM-CCTCCAATG-AGC-ACACCTCCTGCAG-TAMRA
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of Nipah virus replicative viral RNA." KD

Target Name Oligonucleotide Sequence (5’ to 3’)

NiV-M | NiV-Mal F-FWD ACAAAGAGGAGCGTGATCTGC
-F | Niv-Mal F-REV CTTCTCAGTCGATCCCGTTAAACA
NiV-Mal F-Probe FAM-TGCCACACCTATGACCAACAACATGA-MGB
NiV-M | NiV-Mal G-FWD GTCTAGCTGTGAAACCCAAGAG
-G | NiV-Mal G-REV CTGAAGGTCCATACGGCATAAC
NiV-Mal G-Probe FAM-TGCCCTACGAAGTATCGAGAAAGGGA-MGB
NivV-B | NiV-Bang F-FWD GGTTGTTTCATCACACGTTCCC
-F NiV-Bang F-REV GAGATTGCCCTACCTGTTGTTTG
NiV-Bang F-Probe FAM-TTGCATAAGCGTCACATGCCAGTG-MGB
NiV-B | NiV-Bang G-FWD GTTTATGACTAACGTCTGGACCC
-G NiV-Bang G-REV GACACTGCACAAAGCACATAATAG
NiV-Bang G-Probe FAM-AACACCGTTTACCATTGCAGTGCC-MGB
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